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Supplementary Figure 1	
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Supplementary Figure Legends

Supplementary Figure 1. Determination of the molecular species of 
ceramide following low-dose staurosporine.  Quantitative lipidomic 
analysis of ceramide species from control CHO cells and treated with 50 
nM staurosporine (STS), 50 nM 7-oxostaurosporine (OSS), 15 µM 
fumonisin B1 (FB1) and 50 nM STS + 15 µM FB1 for 24 hours. Lipid 
composition is shown normalized to protein to compare the changes due 
to incubation with the drugs (a) and then data are normalized by the value 
of DMSO samples (b). Data are mean values ± sem (n=4). *, p<0.05; #, 
p<0.01; $, p<0.001; n. s, not significant vs. DMSO. 	



Supplementary Figure 2. Images of uncropped blots.  Images of full 

blots that were cropped for presentation are shown. Images were 

acquired using the BIO-RAD ChemiDocTM Touch Imaging System. 

Figure 6b, top portion of panel Figure 6b, bottom portion of panel


